
Algorithms in Bioinformati
s I, WS2002/3Assignment sheet # 7Daniel HusonNovember 25, 2002In the three following problems, the goal is to implement a 
lass Phylogenetri
Tree that 
an1. read a phylogeneti
 tree in Newi
k format,2. write a phylogenti
 tree in Newi
k format, and3. 
ompute and draw an embedding of a phylogeneti
 tree.The Phylogeneti
Tree 
lass is derived from jloda.graph.Graph, whi
h is a general graph imple-mentation. Additionally, it makes use of jloda.graphview.GraphEditor that is used to draw the
omputed embedding.To solve the problems below, please download the following �le:www-ab.informatik.uni-tuebingen.de/tea
hing/ws02/abi1/programs/program09.zip. This down-load also 
ontains all ne
essary jloda 
lasses and their do
umentation. Please run the program onall supplied data sets.The problems are solved by modifying the �le Phylogeneti
Tree.java. The �le Program9.javashould not be modi�ed (ex
ept for addition of your name, please).1 Reading phylogeneti
 trees in Newi
k format (3 points)Implement the ParseNewi
k(i; j; v) algorithm.2 Writing phylogeneti
 trees in Newi
k format (3 points)Implement the ToNewi
k(e; v) algorithm.3 Drawing a phylogeneti
 tree (4 points)Implement the ComputeEmbedding algorithm.Additional useful a
tivitiesModify your 
ode so that edge lengths are also input and output.Due by 10am, Monday, 2 De
 2002


